The dinuclear centrosymmetric title compound, [Sn 2 (C 6 H 5 ) 6 (C 6 H 8 N 2 S 4 )]ÁCH 2 Cl 2 , features a distorted cistrigonal-bipyramidal coordination geometry for Sn based on a C 3 S 2 donor set. The dinuclear molecule lies across a centre of inversion. The solvent dichloromethane molecule is disordered about a centre of inversion.
Related literature
For a review of tin dithiocarbamates, see: Tiekink (2008) . For a related structure, see: Yin et al. (2002) . For analysis of trigonal-bipyramidal geometries, see: Addison et al. (1984) .
Experimental
Crystal data [Sn 2 (C 6 H 5 ) 6 (C 6 
Data collection
Rigaku AFC12/SATURN724 diffractometer Absorption correction: multi-scan (ABSCOR; Higashi, 1995) T min = 0.354, T max = 1 (expected range = 0. (Johnson, 1976) ; software used to prepare material for publication: SHELXL97.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: NG2481). structure (I) has been isolated as a dichloromethane solvate, Fig. 1 . The molecule is centrosymmetric so that the Ph 3 Sn entities lie to either side of the pyrrolidine ring which adopts a chair conformation. The dithiocarbamate ligand coordinates in an asymmetric mode, forming Sn-S1 and Sn-S2 distances of 2.4699 (13) and 3.0715 (13) Å, respectively. The coordination geometry is based on a distorted trigonal bipyramid as indicated by the value of τ = 0.64 (Addison et al., 1984) .
Experimental
The title compound was prepared by following a literature procedure (Yin et al., 2002) . Colourless crystals were isolated by the slow evaporation of a dichloromethane solution of (I); m.p. 487-489 K (crystal turned opaque at 363-368 K). TGA: two steps, First mass loss 7.2% (onset 388.3 K, midpoint 392.6 K, endset 396.9 K) corresponds to loss CH 2 Cl 2 (8.2% theoretical). Second mass loss 69.3% (onset 558.5 K, midpoint 620 K, endset 680 K), corresponds to decomposition to SnS (total experimental mass loss 76.5% cf. theoretical value 70.5%). IR (cm -1 ): 1427, 1416 (strong, C═N), 1214 (strong, C-S).
Refinement
The H atoms were geometrically placed (C-H = 0.95-0.99 Å) and refined as riding with U iso (H) = 1.2U eq (C). The solvent dichloromethane molecule was disordered about a centre of inversion and was modelled with anisotropic displacement parameters.
Figures Fig. 1 . Molecular structure of (I) showing the crystallographic numbering scheme. Displacement ellipsoids are shown at the 70% probability level. Unlabelled atoms are related by the symmetry operation i: -x, 1-y, 1-z. The disordered dichloromethane molecule is omitted.
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. N1-C1-S2 123.6 (4) C13-C14-H14 120.4 N1-C1-S1
117.0 (4) C15-C14-H14 120.4 S2-C1-S1
119.4 (3) C10-C15-C14 121.6 (5)
